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Tablel & H & #1172 cDNA

Ko-Subtracted Alc-Subtracted

Mw Result Mw Result
Ko-1 |1.0kbp |ACETYL-COA CARBOXYLASE (EC6.4.1.2) Ale-1 |1.2kbp |ALCOHOL DEHYDROGENASE I (EC 1.1.1.1),
Ko-2 10.95kbp|[PUTATIVE ATP-DEPENDENT RNA HELICASE Alc-2 10.95kbp|PUTATIVE ATP-DEPENDENT RNA HELICASE
Ko-3 |0.9kbp |HEAT SHOCK PROTEIN SSA2. Alc-3 0.9kbp |HEAT SHOCK PROTEIN SSA2.
Ko-4 0.85kbp|ENOLASE 1 (EC4.2.1.11) Alc-4 10.8kbp [MAK31 PROTEIN.
Ko-5 |0.8kbp |[HYPOTHETICAL 56.6 KD PROTEIN IN RAD51-UBP9 Alc-5 [0.8kbp |60S RIBOSOMAL PROTEIN L21E.
Ko-6 10.75kbp|[PROBABLE ALPHA-GLUCOSIDASE YIL172C/YJL221C | [Alc-6 |0.75kbp|HYPOTHETICAL 56.6 KD PROTEIN IN RADS1-UBP9
Ko-7 |0.7kbp |40S RIBOSOMAL PROTEIN S6 (S10) (YS4) (RP9). Alc-7 [0.7kbp |40S RIBOSOMAL PROTEIN S6 (S10) (YS4) (RP9).
Ko-8 [0.7kbp [PIR3 PROTEIN PRECURSOR. Alc-8 |0.7kbp |PIR3 PROTEIN PRECURSOR.
Ko-9 [0.6kbp |[CYTOCHROME C1, HEME PROTEIN PRECURSOR. Ale-9 [0.6kbp |ACETYL-COENZYME A SYNTHETASE 1 (EC 6.2.1.1)
Ko-10 {0.5kbp |VERY HYPOTHETICAL 13.3 KD PROTEIN Alc-1010.5kbp |HEAT SHOCK PROTEIN 26.
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